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CGAGGCTCCGCACCAGCCGCGCTTCTGTCCGCCTGCAGGGCATTCCAGAAAGA 

TGAGGATATTTGCTGTCTTTATATTCATGACCTACTGGCATTTGCTGAACGCATT 

TACTGTCACGGTTCCCAAGGACCTATATGTGGTAGAGTATGGTAGCAATATGAC 

AATTG AATGC AAATTCC CAGTAGAAAAAC AATTAG AC CTGG CTG C ACTAATTGT 

CTATTGGGAAATGGAGGATAAGAACATTATTCAATTTGTGCATGGAGAGGAAG 

ACCTGAAGGTTCAGCATAGTAGCTACAGACAGAGGGCCCGGCTGTTGAAGGAC 

CAGCTCTCCCTGGGAAATGCTGCACTTCAGATCACAGATGTGAAATTGCAGGAT 

GCAGGGGTGTACCGCTGCATGATCAGCTATGGTGGTGCCGACTACAAGCGAAT 

TACTGTGAAAGTCAATGCCCCATACAACAAAATCAACCAAAGAATTTTGGTTGT 

GGATCCAGTCACCTCTGAACATGAACTGACATGTCAGGCTGAGGGCTACCCCA 

AG G C C G AAGTC ATCTG G ACAAGC AGTG ACC ATC AAGTC CTG AGTGGTAAG AC C 

ACCACCACCAATTCCAAGAGAGAGGAGAAGCTTTTCAATGTGACCAGCACACT 

GAGAATCAACACAACAACTAATGAGATTTTCTACTGCACTTTTAGGAGATTAGA 

TCCTGAGGAAAACCATACAGCTGAATTGGTCATCCCAGAACTACCTCTGGCACA 

TC CTCC AAATG AAAG G ACTC ACTTGGTAATTCTGG G AG CC ATCTTATTATG CCTT 

GGTGTAGCACTGACATTCATCTTCCGTTTAAGAAAAGGGAGAATGATGGATGT 

GAAAAAATGTGGCATCCAAGATACAAACTCAAAGAAGCAAAGTGATACACATTT 

GGAGGAGACGTAATCCAGCATTGGAACTTCTGATCTTCAAGCAGGGATTCTCA - 

ACCTGTGGTTTAGGGGTTCATCGGGGCTGAGCGTGACAAGAGGAAGGAATGG 

GCCCGTGGGATGCAGGCAATGTGGGACTTAAAAGGCCCAAGCACTGAAAATG 

GAACCTGGCGAAAGCAGAGGAGGAGAATGAAGAAAGATGGAGTCAAACAGGG 

AGCCTGGAGGGAGACCTTGATACTTTCAAATGCCTGAGGGGCTCATCGACGCC 

TGTGACAGGGAGAAAGGATACTTCTGAACAAGGAGCCTCCAAGCAAATCATCC 

ATTGCTCATCCTAGGAAGACGGGTTGAGAATCCCTAATTTGAGGGTCAGTTCCT 

GCAGAAGTGCCCTTTGCCTCCACTCAATGCCTCAATTTGTTTTCTGCATGACTGA 

GAGTCTCAGTGTTGGAACGGGACAGTATTTATGTATGAG I I I I I CCTATTTATTT 

TGAGTCTGTGAGGTCTTCTTGTCA TGTG AGTGTGGTTGTGAATGATTTCTTTTGA 

AGATATATTGTAGTAGATGTTACAATTTTGTCGCCAAACTAAACTTGCTGCTTAA 

TGATTTGCTCACATCTAGTAAAACATGGAGTATTTGTAAAAAAAAAAAAAAA 



FIG.3 

292 secreted (245 amino acids) 

Signal/IgV/IgC/hydrophilic tail 

(a) (b) (c) (d) 

Ig cysteines in large bold 
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AGVYRCMISYGGADYKRITVKVNAPY dgv) 

nkinqrilwdpvtseheltCqaegypkaeviwtssdhqvlsgkt 
tttnskreeklfnvtstlrintttneifyCtfrrldpeenhtael 

VIP (igQ 

GNILNVSIKICLTLSPST (hydn> P hiiic tail) 



FIG. 4 

292 membrane (290 amino acids) 

Signal / IgV/ IgC / transmembrane ( under 1 ined ) 
plus cytoplasmic 

Ig cysteines in large bold 
MRIFAVFIFMTYWHLLNA (signal) 

ftvtvpkdlyweygsnmtieCkfpvekqldlaalivywemedkn 
iiqfvhgeedlkvqhssyrqrarllkdqlslgnaalqitdvklqd 

AGVYRCMISYGGADYKRITVKVNAPY dgv) 

nkinqrilwdpvtseheltCqaegypkaeviwtssdhqvlsgkt 
tttnskreeklfnvtstlrintttneifyCtfrrldpeenhtael 

VIP (igc) 

EL PL AH P PNE RTHLVI LGAI LLCLGVALTF I FR LRKGR MMDVKKC! 

GIQDTNSKKQSDTHLEET (transmembrane plus cytoplasmic) 



FIG. 5A 



AGATAGTTCCCAAAACATGAGGATATTTGCTGGCATTATATTCACAGCCTGC 

TGTCACTTGCTACGGGCGTTTACTATCACGGCTCCAAAGGACTTGTACGTG 

GTGGAGTATGGCAGCAACGTCACGATGGAGTGCAGATTCCCTGTAGAACG 

GGAGCTGGACCTGCTTGCGTTAGTGGTGTACTGGGAAAAGGAAGATGAGC 

AAGTGATTCAGTTTGTGGCAGGAGAGGAGGACCTTAAGCCTCAGCACAGCA 

ACTTCAGGGGGAGAGCCTCGCTGCCAAAGGACCAGCTTTTGAAGGGAAAT 

GCTGCCCTTCAGATCACAGACGTCAAGCTGCAGGACGCAGGCGTTTACTGC 

TGCATAATCAGCTACGGTGGTGCGGACTACAAGCGAATCACGCTGAAAGTC 

AATGCCCCATACCGCAAAATCAACCAGAGAATTTCCGTGGATCCAGCCACTT 

CTGAGCATGAACTAATATGTCAGGCCGAGGGTTATCCAGAAGCTGAGGTAA 

TCTGGACAAACAGTGACCACCAACCCGTGAGTGGGAAGAGAAGTGTCACCA 

CTTCCCGGACAGAGGGGATGCTTCTCAATGTGACCAGCAGTCTGAGGGTCA 

ACGCCACAGCGAATGATGTTTTCTACTGTACGTTTTGGAGATCACAGCCAG 

GGCAAAACCACACAGCGGAGCTGATCATCCCAGAACTGCCTGCAACACATC 

CTCCACAGAACAGGACTCACTGGGTGCTTCTGGGATCCATCCTGTTGTTCC 

TCATTGTAGTGTCCACGGTCCTCCTCTTCTTGAGAAAACAAGTGAGAATGCT 

AGATGTGGAGAAATGTGGCGTTGAAGATACAAGCTCAAAAAACCGAAATGA 

TACACAATTCGAGGAGACGTAAGCAGTGTTGAACCCTCTGATCGTCGATTG 

GCAGCTTGTGGTCTGTGAAAGAAAGGGCCCATGGGACATGAGTCCAAAGAC 

TCAAGATGGAACCT GAGGGA GAGAACCAAGAAAGTGTTGGGAGAGGAGCC 

TGGAACAACGGACATTTTTTCCAGGGAGACACTGCTAAGCAAGTTGCCCAT 

CAGTCGTCTTG GGAA ATGGATTGAGGGTTCCTGGCTTAGCAGCTGGTCCTT 

GCACAGTGACCTTTTCCTCTGCTCAGTGCCGGGATGAGAGATGGAGTCATG 

AGTGTTGAAGAATAAGTGCCTTCTATTTATTTTGAGTCTGTGTGTTCTCACTT 

TGGGCATGTAATTATGACTGGTGAATTCTGACGACATGATAGATCTTAAGAT 

GTAGTCACCAAACTCAACTGCTGCTTAGCATCCTCCGTAACTACTGATACAA 

GCAGGGAACACAG AGGTC ACCTGCTTGGTTTGACAGGCTCTTGCTGTCTGA 

CTCAAATAATCTTTATTTTTCAGTCCTCAAGGCTCTTCGATAGCAGTTGTTCT 

GTATCAGCCTTATAGGTGTCAGGTATAGCACTCAACATCTCATCTCATTACA 

ATAGCAACCCTCATCACCATAGCAACAGCTAACCTCTGTTATCCTCACTTCA 

TAGCGAGGAAGCTGAGCGACTAAGTCACTTGCCCACAGAGTATCAGCTCTC 

AGATTTCTGTTCTTCAGCCACTGTCCTTTCAGGATAGAATTTGTCGTTAAGAA 

ATTAATTTAAAAACTGATTATTGAGTAGCATTGTATATCAATCACAACATGCC 

TTGTGCACTGTGCTGGCCTCTGAGCATAAAGATGTACGCCGGAGTACCGGT 

CGGAC ATGTT TATGTGTGTTAAATACTCAGAGAAATGTTCATTAACAAGGAG 

CTTGCATTTTAGAGACACTGGAAAGTAACTCCAGTTCATTGTCTAGCATTAC 

ATTTACCTCATTTGCTATCCTTGCCATACAGTCTCTTGTTCTCCATGAAGTGT 

CATGAATCTTGTTGAATAGTTCTTTTA I I I I I I AAATGTTTCTATTTAAATGATA 

TTGACATCTGAGGCGATAGCTCAGTTGGTAAAACCCTTTCCTCACAAGTGTG 

AAACCCTG AGTC TTATCCCTAGAACCCACATAAAAAACAGTTGCGTATGTTT 

GTGCATGCTnTGATCCCAGCACTAGGGAGGCAGAGGCAGGCAGATCCTG 

AGCTCTCATTGACCACCCAGCCTAGCCTACATGGTTAGCTCCAGGCCTACA 

GGAGCTGGCAGAGCCTGAAAAACGATGCCTAGACACACACACACACACACA 

CACACACACACACACACACACACACCATGTACTCATAGACCTAAGTGCACC 

CTCCTACACATGCACACACATACAATTCAAACACAAATCAACAGGGAATTGT 



FIG. 5B 

CTCAGAATGGTCCCCAAGACAAAGAAGAAGAAAAACACCAAACCAGCTCTA 

TTCCCTCAGCCTATCCTCTCTACTCCTTCCTAGAAGCAACTACTATTGTTTTT 

GTATATAAATTTACCCAACGACAGTTAATATGTAGAATATATATTAAAGTGTC 

TGTCAATATATATTATCTCTTTCTTTCTTTCTTCCTTTCTTTCTTTCTTTCTTTC 

T~^CTTTCTTTCTTTCTTTCTTTCTTTCTTTCTTCCTTCCTTC CTTC CTTCCTTC 

CTTCCTTCCTTCCTTTC TTTCT TTCTTTCTTTTTTTCTGTCTATCTGTACCTAAA 

TGGTTGCTCACTATGCATTTTCTGTGCTCTTCGCCCTTTTTATTTAATGTATG 

GATATTTATGCTGCTTCCAGAATGGATCTAAAGCTCTTTGTTTCTAGGTTTTC 

TCCCCCATCCTTCTAGGCATCTCTCACACTGTCTAGGCCAGACACCATGTCT 

GCTGCCTGAATCTGTAGACACCATTTATAAAGCACGTACTCACCGAGTTTGT 

ATTTGGCTTGTTCTGTGTCTGATTAAAGGGAGACCATGAGTCCCCAGGGTA 

CACTGAGTTACCCCAGTA CCAAG GGGGAGCCTTGTTTGTGTCTCCATGGCA 

GAAGCAGGCCTGGAGCCATTTTGGTTTCTTCCTTGACTTCTCTCAAACACAG 

ACGCCTCACTTGCTCATTACAGGTTCTCCTTTGGGAATGTCAGCATTGCTCC 

TTGACTGCTGGCTGCCCTGGAAGGAGCCCATTAGCTCTGTGTGAGCCCTTG 

ACAGCTACTGCCTCTCCTTACCACAGGGGCCTCTAAGATACTGTTACCTAGA 

GGTCTTGAGGAT CTGT GTTCTCTGGGGGGAGGAAAGGAGGAGGAACCCAG 

AACTTTCTTACAGTTTTCCTTGTTCTGTCACATGTCAAGACTGAAGGAACAG 

GCTGGGCTACGTAGTGAGATCCTGTCTCAAAGGAAAGACGAGCATAGCCGA 

ACCCCCGGTGGAACCCCCTCTGTTACCTGTTCACACAAGCTTATTGATGAGT 

CTCATGTTAATGTCTT GTTTG TATGAAGTTTAAGAAAATATCGGGTTGGGCAA 

CACATTCTATTTATTCATTTTATTTGAAATCTTAATGCCATCTCATGGTGTTGG 

ATTGGTGTGGCACTTTATTCTTTTGTGTTGTGTATAACCATAAATTTTATTTTG 

CATCAGATTGTCAATGTATTGCATTAATTTAATAAATATTTTTATTTATTAAAAA 
AAAAAAAAAAAAAAA 
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B7-4-COS Inhibits IL-2 Production by Jurkats 
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Anti-CD3Ab: Vg/ml 
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FIG. 19B 



Anti-CD3 Ab: 2|xg/ml 
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CHO-IA d 




FIG. 24B 

CHO-IA d /B7.2 
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FIG. 25A 

KM89 Binding curve of bio hB7-4FC (TV2001) 
tohPD-1.FC 
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FIG. 25B 

KM89 Binding curve of bio hB7-4.FC binding 
to hPD-1 .FC by mAbs and B7-4 scFVs 
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